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‘£ >read no_1
CGGCCTGGAGGCCCTGCAGAMCCTGCTGGGCTACAGGTTCGGCGACGAGGE
-

NovaSe >*ead_no_2
GCAGCGTGAGCGCCATCATGGGCAACCCCCAGGTGAAGGCCCACGGCAAGA

10000 - 8
i >read_no_3

} GGGAGACACCCGCACGTGTGGCCCGCATGTATGCTGAGCTCTTCCGCGGAT

Hiseq
1000 . >read_no_¢
; TTTGCCCCGCATCGAGCGGGCTGTGCGGGAAATCCTTCTGGCTGTAGGCGA
. ¥ >read no_S i
100 - CCTGTGGGGCAAGGTGAACCCCGTGGAGATCGGCGCCGAGAGCCTGGCCAG |

‘ >read no_6 | lle
.. GAGGAGGGCCAGGATCCACCAGAGGAAGGGCCTGCTGTIGGTTCATCCCCGC

3 10 Proty
3] P >read_no_7
o CTGCACAGCGACTACAACCTGACCTGGTACAGGAACGGCAGCAACATGCCC
& soLip MiSeq
= 1 >read no_8
P o GTGCTGGGCCTGGCCATCAGCCACTTCCTGCTGGAGCAGTTCCCCGACTAC
3
~
s . >read no_9 5 -
a ‘-I . AACCTGGGCGAGTACCTGCTGCTGGGCAAGGGCGAGGAGATGACCGGCGGE Minlon Minlon Mk1C
= 0.1 o,
ﬁ e >read_no_10
; GTTCCCCGACTACAACGAGGGCGAGCTGAGCAGGCTGAGGAGCGCCATCGT
o 0.01 >read no_11
CTTCAGCAAGTTCGGCGACCTGAGCAGCGTGAGCGCCATCATGGGCAACCC
>read no_12 I—
0.001 ACCAGAGGAAGGGCCTGCTGTGGTTCATCCCCGCCGCCCTGGAGGACAGCG
>read_no_13
AAGGGCGAGGAGATGACCGGCGGCAGGAGGAAGGCCAGCCTGCTGGCCGAC
0.0001 v
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Lex Nederbragt (2014) http://dx.doi.org/10.6084/m9 figshare. 100940, adapted
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Broad domain application

« Basic Molecular Biology
* Environmental Studies
« Agriculture
« Archeology
 Human Health
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Broad experimental
design
 (Genomic variants
« Expression profiling

» Methylation profiling
» Species profiling
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Broad experimental
design
 (Genomic variants
« Expression profiling

» Methylation profiling
» Species profiling
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>read_no_1
CGGCCTGGAGGCCCTGCAGAACCTGCTGGGCTACAGGTTCGGCGACGAGEE

>read _no_2
- - - GCAGCGTGAGCGCCATCATGGGCAACCCCCAGGTGAAGGCCCACGGCAAGA
. >read_no_3
GGGAGACACCCGCACGTGTGGCCCGCATGTATGCTGAGCTCTTCCGCGGAT

= TTTGCCCCGCATCGAGCGGGCTGTGCGGGARATCCTICTGGCTGTAGGCGA
L >read no_5
77 7 CCTGTGGGGCAAGGTGAACCCCGTGGAGATCGGCGCCGAGAGCCTGGCCAG

i o .:>read_no_9
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— >read no_6
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% % - ae - e - >read no_8
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Sequence Read Archive
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European Nucleotide Archive
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nature > nature genetics > technical reports > article

Technical Report | Published: 19 October 2014
Comprehensive variation discovery in single human
genomes

Neil | Weisenfeld, Shuangye Yin, Ted Sharpe, Bayo Lau, Ryan Hegarty, Laurie Holmes, Brian Sogoloff,

Jaffe &

Nature Genetics 46, 1350-1355 (2014) \ Cite this article

9833 Accesses | 135 Citations | 49 Altmetric | Metrics

Human
Genomic
Data

JOURNAL ARTICLE

Re-identification of individuals in genomic data-
sharing beacons via allele inference @

Nora von Thenen, Erman Ayday ™, A Ercument Cicek

Bioinformatics, Volume 35, Issue 3, February 2019, Pages 365-371,
https://doi.org/10.1093/bioinformatics/bty643
Published: 20 July2018  Article history v

Vojtech Bystry
vojtech.bystry@ceite
c.muni.cz

Am J Hum Genet. 2009 Feb 13; 84(2): 210-223. PMCID: PMC2668004
doi: 10.1016/j.ajhg.2009.01.005 PMID: 19200528

A Unified Approach to Genotype Imputation and Haplotype-Phase Inference for Large Data

Sets of Trios and Unrelated Individuals

Brian L. Browning®* and Sharon R. Browning'

» Author information » Article notes » Copyright and License information ~ PMC Disclaimer
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HOME > SCIENCE > VOL.339,NO.6117 > IDENTIFYING PERSONAL GENOMES BY SURNAME INFERENCE

8 repoT f Xind % O

Identifying Personal Genomes by Surname Inference

MELISSA GYMREK, AMY L. MCGUIRE, DAVID GOLAN, ERAN HALPERIN, AND YANIV ERLICH Authors Info & Affiliations
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Beyond one Million Genomes

Implementation Advice & monitoring

General Assembly 1+MG Group

1+MG Partners projects &
Coordination Group Stakeholders Forum

Ethics Advisory Board
Pillar I: Long-term sustainability \
Long Term Sustainability Advisory Board
Pillar 1l: 1+MG infrastructure deployment Infrastructure Advisory Board

aaa Pillar lll: Application & innovation solutions

-

PY \ |

European
Genomic Data
7 Infrastructure

Management Board

Scientific & Industry Advisory Board
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Sensitive Data Archive Securely stores data Sweden -
REMS Allows data access applications and decisions Finland
Beacon Genetic and phenotypic data discovery Spain

Synthetic Data Artificial anonymous data Finland -
htsget Secure genetic data distribution Sweden o
Containerised Computation Computation via virtualised portable software packages v Czechia
Federated Computation Interoperable distributed workflows
Packaging and Deployment Packaging and deployment of the starter kit Spain

User Portal — Data Catalogue European level catalogue of data within nodes Netherlands
User Portal — Access management European level application / access management Luxembourg —

v - Product in production in another project (NB: Beacon V1 / ELIXIR Beacon Network) _
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1+MG Data Data Access - Storage & o Data Data
5 FUNCTIONALITIES Discovery Management O] Interfaces Reception Processing
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ELIXIR Human Genomic data

Global Alliance
sy for Genomics & Health

Collaborate. Innovate. Accelerate.

e / Communities, backbone services, and key partners %
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